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Digestion/Absorption
Digestion encompases the functional activities of: 
mastication, gastric acid production, pancrease activity, 
bile production and brush border maintenance.  Absorption 
depends on all of the above actions, as well as a healthy 
gut mucosal barrier.

Gut Immunology
These markers of inflammation include non-specific 
activation of neutrophils (calprotectin) and eosinophils 
(EPX).  Calprotectin is elevated in inflammatory bowel 
disease, post-infectious IBS, cancer, infection, food 
allergies, and NSAID enteropathy.  EPX is elevated in food 
allergies, celiac sprue, and parasite infection.

Metabolic
Gut metabolism is representative of the bacterial milieu, 
primarily through the presence of commensal bacteria.
Metabolic activities include: mucous production, vitamin 
synthesis and absorption, deconjugation of steroid 
hormones and bile acids, fat regulation, and SCFA 
metabolism.  These metabolic activities require a normal 
population of commensal bacteria without active bacterial, 
viral, or parasitic infection.
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Bacteriology

14.  Mycology

Lactobacillus species 3+
Escherichia coli 4+
Bifidobacterium 3+

alpha haemolytic Streptococcus 2+ NP
Proteus mirabilis 1+ NP

Candida albicans 1+ NP
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Microbiology
The Markers in this section reflect the bacteriological status of 
the gut.  
Beneficial bacteria  Beneficial flora controls potentially 
pathogenic organisms, influences nutrient production, removes 
toxins from the gut and stimulates the intestinal immune system 
(GALT).  The composition of the colonic flora is affected by 
diet, transit time, stool pH, age, microbial interactions, colonic 
availability of nutrients, bile acids, sulfate and the ability of the 
microbes to metabolize these substrates.  Ideally, levels of 
Lactobacilli and E. coli should be 2+ or greater.  Bifidobacteria 
being a predominate anaerobe should be recovered  
at levels of 4+.

Additional bacteria
Non-pathogen:  Organisms that fall under this category are 
those that constitute normal, commensal flora, or have not been 
recognized as etiological agents of disease.  
Potential Pathogen:  Organisms that fall under this category 
are considered potential or opportunistic pathogens when present 
in heavy growth.  
Pathogen:  The organisms that fall under this category are 
well-recognized pathogens in clinical literature that have a clearly 
recognized mechanism of pathogenicity and are considered 
significant regardless of the quantity that appears in culture.  
Mycology:  Organisms that fall under this category constitute 
part of the normal colonic flora when present in small numbers.
They may, however, become potential pathogens after 
disruption of the mucosal lining, which enables fungi to colonize 
and establish a local infection.

Interpretation at a glance
Represents an aggregate of abnormal indicators on the report.

This test has been developed and its performance characteristics 
determined by GSDL, Inc.  It has not been cleared or approved by the U.S. 
Food and Drug Administration.

Commentary is provided to the practitioner for educational purposes, and should not 
be interpreted as diagnostic or treatment recommendations.  Diagnosis and 
treatment decisions are the responsibility of the practitioner.

The Reference Range  is a statistical interval representing 95% 
or 2 Standard Deviations (2 S.D.) of the reference population.
One Standard Deviation (1 S.D.) is a statistical interval 
representing 68% of the reference population.  Values between 
1 and 2 S.D. are not necessarily abnormal.  Clinical correlation 
is suggested.  (See example below)

Analyte 2.3 - 12.2 U/g9.8

Result within Ref Range, but outside 1-SD
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10.8-33.5 %27.2

<= 32.1 %17.0

44.5-72.4 %55.7

5.1-59.9 mg/g27.8

0.2-1.8 mg/g22.4

1.7-51.5 mg/g2.3

0.6-5.9 mg/g1.8

0.4-5.5 mg/g1.3

0.9-26.8 U/g0.5

Positive

Negative

Negative

Negative

Positive
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Short Chain Fatty Acid Distribution
These short chain fatty acids (SCFAs) are produced by 
anaerobic fermentation of non-absorbed dietary fiber: 
n-butyrate, acetate and proprionate.  N-butyrate is the 
preferred substrate for energy metabolism in 
enterocytes.  In general, the more slowly fermented 
forms of fiber tend to maintain lower pH and raise SCFAs 
(especially n-butyrate) along the entire length of the bowel.

Fecal Fats
Global assessment of fecal fat is the sum total of 
triglyceride, cholesterol, phospholipids and long-chain 
fatty acids.  Thus, total fecal fat is a representation of 
dietary intake, digestion and absorption.  The mg fat/ gm 
stool % correlates with the 72 hour fecal fat study.  Thus, 
increased fecal fat is usually representative of 
malabsorption.  Most dietary fat comes in the form of 
triglyceride, which is normally 99% absorbed.  Only 2/3 of 
dietary cholesterol is normally absorbed.

Chymotrypsin
This proteolytic enzyme is released by the pancreas and 
activated in the small intestine.  Deficiencies of 
chymotrypsin are indicative of exocrine pancreatic 
insufficiency.  Chymotrypsin may become increased with 
rapid transit time (i.e. diarrhea).

Campylobacter
Campylobacter jejuni is the most frequent cause of 
bacterial-induced diarrhea.  While transmission can occur 
via the fecal-oral route, infection is primarily associated 
with the ingestion of contaminated and poorly cooked 
foods of animal origin, notably, red meat and milk.

Shiga toxin E. coli
Shiga toxin-producing Escherichia coli (STEC) is a group 
of bacterial strains that have been identified as worldwide 
causes of serious human gastrointestinal disease.  The 
subgroup enterohemorrhagic E. coli includes over 100 
different serotypes, with 0157:H7 being the most 
significant, as it occurs in over 80% of all cases.  The 
pathogen is transmitted primarily by food, in particular 
dairy and beef cattle.

HpSA (Helicobacter pylori stool antigen)
Helicobacter pylori is a bacterium which causes peptic 
ulcer disease and plays a role in the development of 
gastric cancer.  Direct stool testing of the antigen (HpSA) 
is highly accurate and is appropriate for diagnosis and 
follow-up of infection.

Occult blood (Monohaem®)
MonoHaem® uses monoclonal antibody technology to detect fecal occult 
blood (FOB).  FOB can be present in the stool sample because of blood 
loss somewhere in the gastrointestinal system.  This could be caused by 
conditions such as ulcers, polyps, diverticulitis, inflammatory bowel 
disease or colorectal cancer.

Clostridium difficile
Clostridium difficile is an anaerobic, spore-forming gram-positive 
bacterium which can be part of the normal intestinal flora.  After a 
disturbance of the gut flora (usually with antibiotics), colonization with 
Clostridium difficile can take place.  Clostridium difficile infection may be 
much more common as a cause of diarrhea than once thought.
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